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Gene name C9orf72 
Uniprot ID Q96LT7 

Region M1 - T480 

 

Description Chromosome 9 open reading frame 72 

Synonyms ALSFTD, DENNL72, FTDALS, FTDALS1 

Construct ID C9ORF72A-c204 

Protein sequence MHHHHHHSSMSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERD

EGDKWRNKKFELGLEFPNLPYYIDGDVKLTQSMAIIRYIADKHNM

LGGCPKERAEISMLEGAVLDIRYGVSRIAYSKDFETLKVDFLSKL

PEMLKMFEDRLCHKTYLNGDHVTHPDFMLYDALDVVLYMDPMCLD

AFPKLVCFKKRIEAIPQIDKYLKSSKYIAWPLQGWQATFGGGDHP

PKSSSGVDLGTENLYFQ*SMSTLCPPPSPAVAKTEIALSGKSPLL

AATFAYWDNILGPRVRHIWAPKTEQVLLSDGEITFLANHTLNGEI

LRNAESGAIDVKFFVLSEKGVIIVSLIFDGNWNGDRSTYGLSIIL

PQTELSFYLPLHRVCVDRLTHIIRKGRIWMHKERQENVQKIILEG

TERMEDQGQSIIPMLTGEVIPVMELLSSMKSHSVPEEIDIADTVL

NDDDIGDSCHEGFLLNAISSHLQTCGCSVVVGSSAEKVNKIVRTL

CLFLTPAERKCSRLCEAESSFKYESGLFVQGLLKDSTGSFVLPFR

QVMYAPYPTTHIDVDVNTVKQMPPCHEHIYNQRRYMRSELTAFWR

ATSEEDMAQDTIIYTDESFTPDLNIFQDVLHRDTLVKAFLDQVFQ

LKPGLSLRSTFLAQFLLVLHRKALTLIKYIEDDTQKGKKPFKSLR

NLKIDLDLTAEGDLNIIMALAEKIKPGLHSFIFGRPFYTSVQERD

VLMTSSKGGYGLNDIFEAQKIEWHE 

DNA sequence 
(coding sequence) 

ATGCACCATCATCATCATCATTCTTCTATGTCCCCTATACTAGGT

TATTGGAAAATTAAGGGCCTTGTGCAACCCACTCGACTTCTTTTG

GAATATCTTGAAGAAAAATATGAAGAGCATTTGTATGAGCGCGAT

GAAGGTGATAAATGGCGAAACAAAAAGTTTGAATTGGGTTTGGAG

TTTCCCAATCTTCCTTATTATATTGATGGTGATGTTAAATTAACA

CAGTCTATGGCCATCATACGTTATATAGCTGACAAGCACAACATG

TTGGGTGGTTGTCCAAAAGAGCGTGCAGAGATTTCAATGCTTGAA

GGAGCGGTTTTGGATATTAGATACGGTGTTTCGAGAATTGCATAT

AGTAAAGACTTTGAAACTCTCAAAGTTGATTTTCTTAGCAAGCTA

CCTGAAATGCTGAAAATGTTCGAAGATCGTTTATGTCATAAAACA

TATTTAAATGGTGATCATGTAACCCATCCTGACTTCATGTTGTAT

GACGCTCTTGATGTTGTTTTATACATGGACCCAATGTGCCTGGAT

GCGTTCCCAAAATTAGTTTGTTTTAAAAAACGTATTGAAGCTATC

CCACAAATTGATAAGTACTTGAAATCCAGCAAGTATATAGCATGG

CCTTTGCAGGGCTGGCAAGCCACGTTTGGTGGTGGCGACCATCCT

CCAAAATCGAGCTCAGGTGTAGATCTGGGTACCGAGAACCTGTAC

TTCCAATCCATGTCGACTCTTTGCCCACCGCCATCTCCAGCTGTT

GCCAAGACAGAGATTGCTTTAAGTGGCAAATCACCTTTATTAGCA

GCTACTTTTGCTTACTGGGACAATATTCTTGGTCCTAGAGTAAGG

CACATTTGGGCTCCAAAGACAGAACAGGTACTTCTCAGTGATGGA

GAAATAACTTTTCTTGCCAACCACACTCTAAATGGAGAAATCCTT

CGAAATGCAGAGAGTGGTGCTATAGATGTAAAGTTTTTTGTCTTG

TCTGAAAAGGGAGTGATTATTGTTTCATTAATCTTTGATGGAAAC

TGGAATGGGGATCGCAGCACATATGGACTATCAATTATACTTCCA

CAGACAGAACTTAGTTTCTACCTCCCACTTCATAGAGTGTGTGTT

GATAGATTAACACATATAATCCGGAAAGGAAGAATATGGATGCAT

AAGGAAAGACAAGAAAATGTCCAGAAGATTATCTTAGAAGGCACA

GAGAGAATGGAAGATCAGGGTCAGAGTATTATTCCAATGCTTACT

GGAGAAGTGATTCCTGTAATGGAACTGCTTTCATCTATGAAATCA

CACAGTGTTCCTGAAGAAATAGATATAGCTGATACAGTACTCAAT

GATGATGATATTGGTGACAGCTGTCATGAAGGCTTTCTTCTCAAT

GCCATCAGCTCACACTTGCAAACCTGTGGCTGTTCCGTTGTAGTA

https://www.uniprot.org/uniprot/Q96LT7
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GGTAGCAGTGCAGAGAAAGTAAATAAGATAGTCAGAACATTATGC

CTTTTTCTGACTCCAGCAGAGAGAAAATGCTCCAGGTTATGTGAA

GCAGAATCATCATTTAAATATGAGTCAGGGCTCTTTGTACAAGGC

CTGCTAAAGGATTCAACTGGAAGCTTTGTGCTGCCTTTCCGGCAA

GTCATGTATGCTCCATATCCCACCACACACATAGATGTGGATGTC

AATACTGTGAAGCAGATGCCACCCTGTCATGAACATATTTATAAT

CAGCGTAGATACATGAGATCCGAGCTGACAGCCTTCTGGAGAGCC

ACTTCAGAAGAAGACATGGCTCAGGATACGATCATCTACACTGAC

GAAAGCTTTACTCCTGATTTGAATATTTTTCAAGATGTCTTACAC

AGAGACACTCTAGTGAAAGCCTTCCTGGATCAGGTCTTTCAGCTG

AAACCTGGCTTATCTCTCAGAAGTACTTTCCTTGCACAGTTTCTA

CTTGTCCTTCACAGAAAAGCCTTGACACTAATAAAATATATAGAA

GACGATACGCAGAAGGGAAAAAAGCCCTTTAAATCTCTTCGGAAC

CTGAAGATAGACCTTGATTTAACAGCAGAGGGCGATCTTAACATA

ATAATGGCTCTGGCTGAGAAAATTAAACCAGGCCTACACTCTTTT

ATCTTTGGAAGACCTTTCTACACTAGTGTGCAAGAACGAGATGTT

CTAATGACTAGCAGTAAAGGTGGATACGGCCTGAATGATATCTTT

GAAGCGCAGAAGATTGAATGGCATGAATGA 

Construct accession 
No. 

 

 

Vector information: 

pHGT-Bio Expression vector with N-terminal His6-GST-TEV and 
C-terminal avi-tag 

 

Antibiotic resistance Kanamycin, 50 g/ml 

Promoter T7 - lacO 

N-terminal fusion – seq. MHHHHHHSSMSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDE

GDKWRNKKFELGLEFPNLPYYIDGDVKLTQSMAIIRYIADKHNMLG

GCPKERAEISMLEGAVLDIRYGVSRIAYSKDFETLKVDFLSKLPEM

LKMFEDRLCHKTYLNGDHVTHPDFMLYDALDVVLYMDPMCLDAFPK

LVCFKKRIEAIPQIDKYLKSSKYIAWPLQGWQATFGGADHPPKSSS

GVDLGTENLYFQ*SM 

 
 (* - TEV cleavage site) 

N-terminal fusion – MW 28441 Da including Met 

Protease cleavage TEV 

C-terminal tag SKGGYGLNDIFEAQKIEWHE  (biotinylation site underlined) 

Preferred host DE3 hosts: BL21, Rosetta, etc. MUST express T7 RNA 
polymerase 
Co-expression of BirA recommended, (e.g. from plasmid 
pCDF-BIRA, Genbank: JF914075) 

Genbank ID: MH763823  

 

https://www.ncbi.nlm.nih.gov/nuccore/?term=MH763823
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